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KpuokoHcepBupoBanue siBisietcst 3 HeKTHBHBIM CIIOCO-
60M JI0JTOCPOYHOTO XpaHEHHS ONO0OBEKTOB, @ TAKIKE MYJIb-
THU(QAKTOPHBIM CTPECCOM, KOTOPBIH 3aKITI0YaETCs B BO3/ICH-
CTBHMHU (PU3NYECKUX U XUMUYECKUX (PaKTOPOB, 00yCIOBIH-
BAIOIIHX, KaK CIIEACTBHE, MHOXKECTBO H3MEHEHUH CTPYKTYp-
HOro M (PyHKIIMOHAJILHOTO XapakTepa B KPHOKOHCEPBH-
pOBaHHOM Marepuaie. B pesynbsrare 3Toro MoxeT ImpoHcxo-
JUTHh MOTU(HUKAIHI OHO00BEKTa, KOTOPAask 3aTParkBacT He
TOJILKO METa0OTUYECKHE MPOIECCHI, HO U CaMbli HU3KUN
YpOBeHb UX peryisaiyy —reHoMHbI [B. Fuller, 2004]. Bonee
TOTO, pa3iINYHbIE PEKUMbI KPUOKOHCEPBUPOBAHHS MOTYT
MO-pa3HOMY BJIMATH Ha pabOTy reHoMa OJHOW M TOW ke
KJIETKU.

Ha ceronus HanGosiee TOYHBIM ¥ UyBCTBUTEIBHBIM CIIO-
cOo0OM KOJIMYECTBEHHOI'O OIpEeJesIeHUs] M3MEHEHUH 3KC-
IIPECCHH TCHOB SIBIISIETCS IPOBEICHNE 00PATHON TPAHCKPHII-
OHOHHOHN monuMmepasHoi nemHoi peaknuu (OT-IILP) B
peansHOM BpeMeHH. OrpesieNieHne OTHOCHTEIEHOTO YPOBHS
MIPEJICTaBICHHOCTH TPAHCKPHUIITOB IO3BOJISIET CPAaBHUTH
KOHTPOJIBHBINA M OTIBITHBIN SKCIIEpUMEHTAIbHBIE 00pa3IIbI.
[Ipu 3TOM TPOBOIUTCS HOPMUPOBAHUE OOIIIETO KOTHUECTBA
PHK B 06pa3uax, KoTopoe o3BoJIsIeT HUBEIHPOBATh pas3iin-
YHsl B KOJIMYECTBE M/UITH KaueCTBE CTAPTOBOrO MaTepuaa, a
TaKXe B YCIOBHUAX NMPOOOIIOATOTOBKH. [J1 3TOTO HCIIONB-
3yIOT TPAHCKPUITHI «XaYCKHITUHT-T€HOB)Y, UMEIOIINX OTHO-
CHUTEJILHO CTaOMIIBHBIA yPOBEHb SKCIIPECCHH BO BCEX THITAX
KJIETOK, a TaKKe, HPEAIIOI0KHUTEIFHO, HE TOIAI0IINXCS
BIMSTHUIO 3KCIICPIMEHTABHBIX Bo3aercTri [[]. PeOpukos,
2009]. OnHako cornacHO AJaHHBIM JIUTEPATyphI HE CYIECT-
BYET TaKOTO «XayCKHITHHT-TeHa», yPOBEHb SKCIPECCHH KOTO-
poro ObuT OBl CTAOMIBHBIM NP PA3ITUYHBIX SKCIIEPHUMEH-
TasbHbIX yciioBusx [E. Spanakis, 1993; R. Hanafy, 2011]. IToka
HE CYIIECTBYET JaHHBIX O BIMSIHUN KPHOKOHCEPBUPOBAHHUS
Ha IKCIPECCUI0 «XayCKUITHUHT-TEHOBY, YTO HE HUCKII0YaeT
ee I3MEHEHHE [T0CTIe 3aMOPaKUBAHUS-OTTanBaHUS.

[ToaToMy pH UCTIONB30BAHNU KOHKPETHOTO pedepeHc-
HOTO TeHa He00XO0IMMO 3KCIIEpUMEHTAILHO TIOATBEPIUTh
TIOCTOSTHCTBO YPOBHSI €I'0 IIPEACTABIEHHOCTH B UCCIIEyEMBIX
obpasnax. BapnantoM penieHnst Takoi 3amadu SBISETCS
rapajuieNIbHOE OTIpeJIeJIeHNE YPOBHS IPEACTaBICHHOCTH
TPAHCKPHUIITOB U UX CTaOMIBHOCTH ISl HECKOJIBKHX «XayC-
KUIMHT-TEHOBY. B pesysbTrare Takoro ucciieIOBaHUsI MOXKHO
OyIeT O0OBSCHUTH BHIOOP pedepeHCHOr0 reHa, Hauboee
MOIXOMAIIETO [T KOHKPETHOTO HCCIIIOBAHNS, B YACTHOCTH
JUTS OIIPEACTICHHOTO PeXIMa KPHOKOHCEPBUPOBAHHUSL.
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Cryopreservation is an effective method for long-term
storage of bioobjects, on another hand it causes a multifactor
stress consisting in physical and chemical exposures resul-
ting in stipulation of multiple structural and functional chan-
ges in cryopreserved specimens. Finally these may lead to
the bioobject modification affecting metabolic processes
as well as the basic level of their regulation, the genome
[B. Fuller, 2004]. Moreover, different cryopreservation
regimens may affect the functioning of genome of the same
cell in a various way.

Nowadays the real time reverse transcription polymerase
chain reaction (RT-PCR) is the most accurate and sensitive
method of estimation of gene expression changes. Assess-
ment of relative transcript representation allows to com-
pare control and experimental samples. Total RNA amount
in the samples is usually normalized, that enables to balance
the differences in quantity and/or quality of initial material
and during sample preparing as well. The transcripts of
housekeeping genes are used for this purpose, they possess
relatively stable expression in all cell types, as well as are
presumably non-sensitive to experiment conditions [D. Reb-
rikov, 2009]. However there is no reports on housekeeping
gene, which expression level is stable in different experi-
mental conditions [E. Spanakis, 1993; R. Hanafy, 2011].
Moreover, there is no data on how cryopreservation affect
housekeeping genes expression, but the post-thaw changes
could not be excluded.

Thus, using the particular reference gene requires the
experimental evidence for stability of its representation level
in the studied samples. Simultaneous assessment of trans-
cript representation level and their stability for some house-
keeping genes is likely to solve this task. Such a research
will allow to explain the selection of reference gene, the
most appropriate for certain investigation, in particular, for
specific cryopreservation regimen.
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